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Figure 1 



- CCTTTTTCTTTTT - 



Tc-A 1 

AAAAACAAAAAAAATTCCCGGGGGAATA TGGAACASLG - 50 

Tc - B 1 GTCTGTTCAACAGTTTTGTTTCCTTTTTT CTCTTTTTCTCTTTCC A TCA TACA TACA TACA TACATACATATATATATCT-GCGTAGATATGC- 

ACATGC 9B 

rX ► 

TC-A SI GTA TATGCGTAAA - AGTGTCTGTCCCAAACAAAAATTTTTTTTTTCCCCCTT CCCATTTTTTTT7TTTTTTT GTGTGTTT - 

CCCTTGATCTCTCGAA CiLG. 14 8 

TC-B 99 GTATATGCCTGAAGAGTGTCTCT CCCAA - 

CGAACG 171 



- c^rrTrTrrrrrrrrrrr crcrcrrrrcccrrMrrcc - 



Tc-A 149 

GGCAGGAAAA G C T T C TG T T T G A C CAAAAATATAAAATTATTAAGGGCGAGAAAAAAGAAAAGAAAAAAAATCAACGAGCAAACAGGAGACAACACCAACA 

Tc - B 17 2 G G C A-GG AAAAGCTTCTGTTTGACCAAAAA TATAAAATTATTAAGGGCGAGAAAA- - G A A A A A A A A A A T C A A C C G 

AGGAGACAACACCAACA 260 

TC-A 2 4 9 

AAAAAGGGAAATTATGCGATTTAAGAAATCATTCACATGCATCGACATGCATACGGAAGGTGAAGCAGCACGGATTGTGACGAGTGGTTTGCCACACATT 
Tc - B 2 6 1 

AAAA AGGGA A AT TA TG CG A T T T A A d-^ A T C A T T G A C A T G C A T C G A C A TC C A T A CG G A AGGTG A A G C A G C A C G G A T T C T G A C G AG TGGTTTGCCAC AC ATT 
Tc - A 3 4 9 

CCAGGTTCGAATATGGCGGAGAAGAAAGCATACCTGCAGGAAAACATGGATTATTTGAGGCGTGGCATAATGCTGGAUCCACGTGGTCATGATGATATGT 
Tc - B 3 6 1 

CCAGGTTCGAATATGGCGGAGAAGAAAGCATACCTGCAGGAAAACATGGATTATTTGAGGCGTGGCATAATGCTGGAGCCACGTGGTCATGATGATATGT 
TC-A 4 4 9 

TTGGAGCCTTTTTATTTGACCCTATTGAAGAAGGCGCTGACTTGGGCATgGTATTCATGGATACCGGTGGCTATTTAAATATGTGTGGACATAACTCAAT 
Tc - B 4 6 1 

TTGGAGCCTTTTTATTTGACCCTATTGAAGAAGGCGCTGACTTGGGCAT f^G TATTCATGGATACCGGTGGCTATTTAAATATGTGTGGACATAACTCAAT 
Tc - A 5 4 9 

tgcagcggttacggcggcagttgaaacgggaattBtgagcgtgccggcgaaggcaacaaatgttccggttgtcctggacacacctgcgggcttggtgcgc 

Tc - B 5 6 1 

tgcagcggttacggcggcagtggaaacgggaattBtgagcgtgccggcgaaggcaacaaatgttccggttgtcctggacacacctgcggggttggtgcgc 

TC-A 64 9 

ggtacggcacaccttcagagtgctactgagagtgaggtgtcaaatgcgagtattatcaatgtaccctcatttttgtatcagcaggatgtgctgBttctgt 

TC-B 66 1 

ggtacggcacaccttcagagtggtactgagagtgaggtgtcaaatgcgagtattatcaatgtgccctcatttttgtatcagcaggatctggtgBttgttt 



Tc - A 



7 4 9 



tgccaaagccctatggtgaagtacgggttgatattgcatttggaggcaattttttcgccattgttcccgcggagcaBttgggaattgatatctccgttca 

TC-B 7 6 1 

tgccaaagccctatggtgaogtacgggttgatattgcatttggaggcaattttttcgccattgttcccgcggagcaBttgggaattgatatctccgttca 

TC-A 8 4 9 

aaacctctccaggctgcagcaggcaggagaacttctgcgtactgaaatcaatcgcagtgtgaaggttcagcaccctcagctgccccatattaacactgtg 

Tc - B 8 6 1 

AAACCTCTCCAGGCTGCAGGAGGCAGGAGAACTTCTGCGTACTGAAATCAATCGCAGTGTGAAGGTTCAGCACCCTCAGCTGCCCCATATTAACACTGTG 



Tc - A 9 4 9 

GACTGTGTTGAGATATACGGTCCGCCAACGAACCCGGAGGCAAABTACAAGAACGTTGTGATATTTGGCAATCGCCAGGCGGATCGCTCTCCATGTGGGA 104 8 
TC-B 9 6 1 

GACTGTGTTGAGATATACGGTCCGCCAACGAACCCGGAGGCAAABTACAAGAACGTTGTGATATTTGGCAATCGCCAGGCGGATCGCTCTCCATGTGGGA 106 0 
Tc-A 10 4 9 

CAGGCACCAGCGCCAAGATGGCAACACTTTATGCCAAAGGCCAGCTTCGCATCGGAGAGACTTTTGTGTACGAGAGCATACTCGGCTCACTCTTCCAGGG 1148 
Tc - B 10 6 1 

CAGGCACCAGCGCCAAGATGGCAACACTTTATGCCAAAGGCCAGCTTCGCATCGGAGAGACTTTTGTGTACGAGAGCATACTCGGCTCACTCTTCCAGGG 1160 
Tc - A 114 9 | 

CAGGGTACTTGG^GAGGAGCGAATACCGGGGGTGAAGGTGCCGGTGACCAAAGATGCCGAGGAAGGGATGCTCGTTGTAACGBCAGAAATTACTGGAAAG 12 4 8 
CAGGGTACTTGGGGAGGAGCGAATACCGGGGGTGAACGTGCCGGTGACCAAAGATGCCGAGGAAGGGATGCTCGTTGTAACGBCAGAAATTACTGGAAAG 126 0 
Tc-A 12 4 9 

GCTTTTATCATGGGTTTCAACACCATGCTGTTTGACCCAACGGATCCGTT HflG AACGGATTCACATTAAAG CHG TAGA T C T G G T A GAGCA CAGAAA CTA 1348 

Tc-81261 

GCTTTTATCATGGGTTTCAACACCATGCTGTTTGACCCAACGGATCCGTT AACGGATTCACACTAAAGC |G TAGA TCTGGTAGAGCA CAGAAACTA 13 6 0 

Tc-A 1349 

TTGGGGAACACGTGCGAACAGGTGCTGCTACCTGAAGGGTATTGAA TGAATCGTTTTTTTTTATTTTTA TTTTTTATTTTTATTAGTGCA TTATTATTAA 14 4 8 

Tc - B 136 1 TTGGGGAACACGTGCGAACAGGTGCTGCTACGTAAAGGGTATTGAATGAATCGTTTTTTTTTTTTTTT 

TTTTATTAGTGCA TTATTTTJ- - 1449 

TC-A 14 4 9 

£T_T_T TTTTTTTG TXX.TGG GGTTTCAACGGTACCGCGTTGGGAGCAGGGAAGCGA TAGCGGCCGGACAATTTTTTCCTTTTATTTTCATTTTCATCTTCCT 154 8 

TC - B 1 4 5 0 



Tc - A 
Tc - B 

B 



1549 ACCCAACCCCCTTGGTTCCACCGGTCGCGGCGGGGTCTTGTGGCTGGAGG 1598 
1 5 4 9 ACCCAACCCCCTTGGTTCCACCGGTCGCGGCGGGG - - - 1583 
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Figure 2 
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Figure 
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Figure 5 
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Figure 6 
A 



TCPRACA 

TcPRACB 

C.aicklandii 

H . sapiens 1 

H. sapiens2 

M.musculual 

M.musculus2 

R.lotil 

B.melicenaisl 

R.meliloti2 

A. tumefaciene3 
x . carapescria 
X.axenopodisl 
P. aeruginosa 1 
P.aeruginosa2 

B. melitensis2 
A.tumefaciena2 
R.melilotil 

R . lot i2 
X.axenopodia2 
S.caelicolorl 
A.tumefacienai 



M 

1 MRKSVCPKQKFFFSAPPPPFFFCWPLISRTCQEKAJLFDQKYKI IKGEKXEKXKNQRANRREHQQKRBIMRPKKS1 

1 MRFKKSL" 

1 MKFEKGI 

1 MESALAVPWLPPHDPGTP' 

1 - - MESALAVPRLPPHDPGTP 1 

1 MEAALA VTRLP P ND P RT P j 

1 - - MEAALA VTRLP P HOS RT PJ 

1 MAKKSFF( 

1 MARHSF1 

1 MATHTFSC 

1 - MRKSFF< 

1 - - - KHTI 

1 MHTI 

1 MQRIRll 

1 MRSQRIVHI 

1 - MRSTKVI HI 

1 MR SI 

I - - MRSTKTI 

1 - MRSKTSIR^ 

1 - MRWSKQF! 

1 - - - - MRSTVCYI 

1 - MRWKRTLQ1 




•PKIPG 31 



45 



31 



TCPRACA 101 

TcPRACB 32 

C.aicklandii 32 

H.sapienal 45 
H.sapiena2 
M.musculual 
M . muscul us2 
R . lot i 1 
B.melitensial 
R.meliloti2 

A. tumef aciens3 30 
X.catnpestris 29 
X.axenopodisl 29 
P. aeruginosal 29 
P.aeruginoaa2 32 

B. melitenBis2 32 
A. tumefaciena2 32 
R.melilotil 32 
R.l0ti2 32 
X.axenopodis2 32 
S.caelicolorl 32 
A.tumefacienal 32 



SNMAE KKA YLQ ENMD Y - - LRRG I MLE P RG HDDM FGAPLFD PIE EGADLGMVFMDTGG YLNMCG HNS I AA VTAAVETG I VSVP - AKATNVP WLDT PAG L V 197 

SNMAE KKA YLQ ENM D Y - - LRRG I MLE P RGHDDM FGAFLFD PIE EGAD LG I VFMDTGG YLNMCG HN S I AA VTAAVETG I LSVP - A KATNVP WLDT PAGLV 128 

ETMADKKKYLEDNLDY - - VRTALMHE P RG HNDMFGS I I TSSNN KEADFG I I FMDGGG YLNMCG HGS IGAATVAVETGMVEMV- EPVTNIN- -MEAPAGLI 126 

PTLLAKRRYMRQHLDH - - VRRRLMFE P RG HR DM YGA VL VPS ELP DAHLGVLFLHN BG YS SMCG HA VLALG R PALDFGLVPAP PAGTREAR VN I HCPCGLV 142 

PTLLAKRRYMRQHLDH - - VRRRl^FEPRGHRDMYOAVLVPSELPCAHLGVLFLHNEGYSSMCGHAVIJU^ 1 4 2 

PTLLA KRR YMRQHLD Y - - I RRRLVFEPRGHRDMYGAI LVPSELPDAHlGVl^LHNEGYSSMCGHAVIAIiSRFAI^FGLVPA 142 

PTLLAKRRYMRQHLDY- - 1 RRRLVF E P R G H R DM YGA I LMPS EL P DAHliGVLFLHNEG YSSMCGHA VLALGR FALD FGLVPAP P EGAREAQVN I HCPCGLV 142 

STMMERRAHFLAEYDW - - 1 RTGLMFEPRGHDVMSGS I LYPPTREDCDIAI LP I ETSGCLPMCGHGT I GTVTMA I EHGLI KPKT PGVLRLDTPAGLV 124 

STMMEKCAHFLAEYDW- -IRTGLMFEPRGHDMMSGSI LYPPTRPDCDVAVLPIETSGCLPMCGHCTIGTVTMAIEQGLVTPKT PGKLNLDTPAGLV 124 

ANMLEKRAHPLKEFDW - * I RTGLMFEPRGHDMMSGS I LYPPTRPDCDVAVLFI ETTSGCLPMCGHGTIGTI TMGI ENGLITPRE PGKLSIDAPAGKV 124 

LP I S ERRDLFVRNHDW - - VRQALM F E PRGHD I MSGA V I YPAYRDDCDFA V I P I EVSGCL PMCGAGT I GL VTAA I E EG LVT PR I PGRLS I ETPAGKV 123 

GD LAQCRER FRS DFDH • - WRSA I ACE PRGSDTMVGALLL P P RD P SACTGV I FFNNVG YLGMCGHGT I GWRTLAELG R I A P GQHR I ETPVGTV 119 

GDLAQCR ERFRSEFDH - - WRSA I ACE PRGS DTMVGALLL P P RD PSACTG V I FFNNVG YLGMOGHGT I GVVRTLAELG R I A P GQHR I ETPVGTV 119 

GDMAERRRLLGERHDA- -WRAACI LE PRGS DVLVGALLCA P VD P EACAG V I FFNNSGYLGMCGHGTIGLVASLAHLGRIGP GVHRI ETPVGEV 1 1 9 

ATLW EQSRW I AR DQD - - - LRNFVLNEPRGGVFRHANLLVPAKDPRAQMGWI I M E PADT P PMSG SNS LCVATVLLDSG I LPMR E P LTRLLLEA PGGL I 125 

ETVW EQSRF I AND ET LRNFVLNKPRGGVFRHVNLLVPPKDPRAQMGPI IMEPADTPPMSGSNSICVSTVLLDSGI IAMQEP VTHMVLEAPGGI I 125 

ET I WEQSRF I ARDET LRNFVLNEPRGGVFRHVNLLVP PKH PDADAAF 1 1 MEPEDTP PMSGSNS I CVSTVLLDGG I VPMQEP ETHMLLEAPGGLV 125 

DT I W EQSRW I AR EOT- - - LRNFVLNEPRGGVFRHVNLLVP PKH PDADAAF 1 1 MEPEDTP PMSG SNS I CVSTVLLDSG I LPMKEP - - - VTEI TLEAPGGLV 125 

RTMMDKMITMERDHDH- - IRRMLICEPRGSVARHVNLLVPSTREDCAAGAI IMEPTEYPPMSGSNTICVATVLLETGMVPMQEP ETRFKLDMPGGVI 126 

TTMF EKKL Y LEQHRDD--IR KLVLQ E PRGATWHNAN IILPPSHP EASMG FV I LEATE Y PAMSG SNT I CVATVLLETG I L PMQ E P 1 TDLVLEA PAGL I 126 

ATMFERRQRFVAERDH- - LRTLLMCE PRG HASMSGA I LQPPTRPDADYGVLFI E VSG CLPM CG HGT I G VATVL VETGMVEVT E P ETTVRLDT PAG LV 126 

NTVAEQLHWMNTDPWEALRRPLTLEPRGTPMGSVDLLLPPKHPDAHAAFVI LQPDQAHASSGSNSI CATTALLESGMVEMQEP ETVI I LETAAGLV 128 
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PLYQQDWWLPKPY 
PLYQQDyVIVLPkPY 
PLYMEDAKLEVPSLN 
FVIATDI^IVDVPG^H 
RfVLATOU^VPG- H 

fj , /iasdlKt>vpg|'h 

F^LA^DLTVDVPGui 
FLHA EC LTVEC PG?L 

FLYAEOLAAEVEG-.L 
YLHAAD'v-EVm/PG-L 
YRHAAGVEVDVPG ; H 
VRPASGVEVEVPGiH 
YRYR R yVSVEVPG*! 
FADRlilAw i EVEG^L 

fadpjSdapldvtg'l 

FAAKLDAELEVEG-L 
FAERLDAKLEVEG - L 
PVDRLI^IEVEG;.L 
PVYHjUDAKVEVAG^I 
If S HAIiDQVVD VPG^ H 
PVHElX>ySIDTPElw 
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• 297 

FAIVPAEHLGIDISVQNLSRLQEAGELLRTEINRSVKVQHPQLPHINT 228 
FA 1 1 HAKELG VKVETSQVDVLKKLG I E I RDLI N EKI KVQHPELEH I KT 223 
SfAPVTAEKLGLDI CSAKTRDLVDAASAVTEAVKAQFKINHPDSEDLAF 239 
f AFVTAEKLGLD I CSAKTR DL VDAASAVTEA VKAQ F K I NH PDS EDLAF 239 
IfAPVSAEKLGLDVCSAKTRDLVDAASALTGAVKAQFKINHPESEDLGF 239 
^AFVSAEKLGLDVCSAKTRDLVDAASALTGAVKAQFKI NKPESEDLGF 239 
If A I VE PQ EN YRDMADHSAG DL I AWS P WRQRUI E KYS FVH P EN PG I NR 220 
If A I VE PQ EN YTDMDD Y SALQL I AWS P VLRQRLN E KY KFQH P EL PD I NR 220 
/AIVEPQKNFRDMADHTAGELVGWSPKLRAALNAKYEFVHPEHPEIRG 220 
If A V I E PQVGW PG LDGMTAG DWDLS Q KLRDALGT I CDPVHPDDER I RG 219 
FFITEQAPCALGLAQQRE- -LTAYTEAIRLALEA- -AGITGEAG- -GE 205 
FFITEHAPCALDLAHQRE- -LTAYTEAI RLALEA- -AGITGEAG- -GE 205 
FFLVAGHGQRLAGDNLDA - - LTA YTVA VQQALDD - - QDI RGEDG - -GA 205 
FV I ADARR LG F ALRAD EAAEL VATGLK I THAANEQLG FRH PTN PDWDH 221 
PVIVDAAQIGMKIEPGQARELAEIGVKITKAANEQLGFRHPER-DWRH 220 
FVIVDAEAMGFSLKPEEAHEIARLGVRITNAANKALGFDHPENPDWRH 221 
FVIVDAAAMGFALKPDEAHDIAPOjGVRITNAANAKLGFHHPENPDWRH 221 
If A I VDAKALGPS IAPDEARELAVAGEKI RRAAREQLDWHPQFDHVRG 222 
'ALVDASSLGPEI VPAEARELCEYGQKI KAAAAEQLDVAFPGNPDMPG 222 
IfAFVRTDDLGI PFERAHKQPLLDAGLAVMDAINKQNPVSHPENPDI DV 222 
If ALVDVRQ I G LT I E KANAAKL VAAGMTLKD L VNR EMTWH PE I PAI SG 224 
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C.aicklandii 

H. sapiens 1 

H. sapiens2 
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R.lotil 
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P . aeruginosal 
P.aeruginosa2 

B . mel i tens i 82 
A. cumefacien2 
R.melilotil 
R.loti2 
X.axenopodis2 
S.caelicolorl 

A. tumefacienl 

TcPRACA 
TCPRACB 

C. aicklandii 
H. Bap i ens 1 
H. sapiens 2 
M.muaculusl 
M.musculua2 
R.lotil 

B. melitensisl 
R.meliloti2 

A. tumef acien3 
X.campestria 
X . axenopod i a 1 
P. aeruginosal 
P. aeruginosa 2 

B. melitenais2 
A. tumefacienl 
R.melilotil 
R.loti2 

X . axenopodis2 
S.caelicolorl 
A. tumefacienl 



298 VDCVEI Y-GPP-TNPEANYKNWI FGNRQA 
229 VDCVEI Y-GPP-TNPEAKYKNWI FGNRQA 

224 VDLVEI Y-DEP-SNPEATYKNWI FGQGQV 
240 L YGT I LTDG KD - A YTKE PTTN I CVFADEQV 
240 L YGT I LTDG KD- A YTKE PTTN I CVFADEQV 
240 LYGS I LTDGKD- AYS BEATTN I CVFADEQV 
240 LYGS I LTDGKD- AYS EEATTN I CVFADEQV 
221 LSHMLWT - G KP - TVEGADARNAVF YG DKA I 
221 LSHILWT-GKP- KHPQAHARNAVFYGDKAI 

221 LSHIQWT-GKP-TQPEAHARNAVFYGEKAI 

220 VHHA I WC - DR P - VSAEADG RGA VP YGD KA I 
206 IDHIEIS-GVA- PDGSGAARNFVLCPGLAY 
206 I DH I EVN -GAA- PDGSGVARNFVLCPGLAY 
206 IDHI ELF -ADD- PHAD- - SRNFVLCPGKAY 

222 LS FCQLAAPPERRDGVLGANNA WI R PGKI 

221 I SPCQITEPVTREGDVLTGVNTVAI RPAKF 

222 F S F CLP AG KVERT A EG LRAGAA VA I QPGKV 

222 F S FCLFAG P VERTAEG LRAGAA VA I Q PGKV 

223 VSI VQFAMPFQ- -GPGNVTRNTCI VSPGRS 
223 ITMTQPTGPLSRADGKPPSRNTTI VSPGRC 
223 CHHVYLEAPGS TAEHSRHAMA I H PGWF 

225 VAYVMPR - DVD ADGS I RTCTTMWPGRA 
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TLYAKGQLR I GET - FVYES I LG SLFQGR VLG EER I 
TLYAKGQLR IGET - FVYES I LGSLFQGR VLGEER I 

TLYKKGHLKI DEK- FVYES I TGTMFKGRVLEET KVG-- 

LQY H KG LLE LNQMRA F KSSATG SVPTG KA VR EA KCG-- 

XQ YH KG LLELN QMRAF KS SATG S VFTG KA VR EA KCG- - 

1>DYHKGLU3I^QTRAFKSSATGSVFTGCAVREA KCG - - 

1QYH KG LLQLNQTRA FKS SATGSVFTGCA VR EA KCG - - 

QLHAKGKLKAGDA-FVHESI IGSLFKGKVEKEV TVA- - 

QLAAKGKLKPGDE- FIHESI IGSLFHGRVERAA EVA- - 

QIAAKGKLKVGDE- FVHESI I GSLF KG R VEAAA KVA- - 

QLHGKGRLKAGET- FRQESLIGTI FEGKVEEET TVG-- 

claadgklaeger - wlqqg i lgsafbgsyrhs 

IctlaadgkijAeger-wvqqgilgsafegnyrls 

claadgkllpgqp - wrqasvi gsqfegryewld gqp-- 

vlqakgqlrvger - fvgrs 1 1 gsefhch i eslt elg - - 

VLHAKGQMKAGER - P I GKSVLGTEFHCRLDKVL ELG - - 

VLHARGEMKEGET - LTAVSL I GSTFTGR I LGTT TVG - - 

VLHARGQMGLSDR - LTAVSL I GSTFSGR I LGTT EVG- - 

VLQARG LMG VGD V - LI HES 1 1 GSRFTGR I VELA E I A - - 

ALHAKGVLAKGDT-LVHESI IGSRFECGI EDMS NVG- - 

QLHARGLLPAGRD-FVNESPIGSRFVGRVLGET TVG- - 

TLYARGKVKVGDE- YKSRSI IGSEFDVGLSAVT EVA- - 



PGVKV P VTKDAEEGML VVTAE 394 
PGVKVPVTKDAEEGMLVVTTE 325 



- -EP- -DAI I PE 308 
--DPK--AVIVE 326 
--DFK--AVIVE 326 
--DFK--AVIVE 326 
--DFK--AVIVE 326 
--GKP--AIIPS 305 
--GRP--AIVPS 305 
--DRD--AIIPS 305 
--SFS--GIRPS 304 

--GR GIAPR 285 

--GR GIAPR 285 

--GG PIVPT 287 

--GRP--AILPC 308 
- -GKP- -AISPI 307 
--DRP--AILPE 308 
- -GRP- - AVLPE 308 
--GRK--AIVPE 308 
--DYP--AWPS 309 
- -GRP- -AVLPS 306 
- -GRP- -AVI PT 307 



395 ITGKAFIMGFNTMLFDPTDPPKNGPTLKQ 423 

326 ITGKAFIMGFNTMLFDPTDPFLNGPTLKR 354 

309 ITGGAYITGFNHFVIDPEDPLKYGPTV 335 

327 VSGQAHYTGTASPI I EDDDPLRDGFLLK 354 

327 VSGQAHYTGTASPI I EDDDPLRDGFLLK -- 354 

327 VAGQAH YTGTANLTVEDG D P LRDG FLLK 354 

327 VAGQAHYTGTANLTVEDGDPLiRDGFLLK 354 

306 X GGWARLTGLNT I F I DDRD P PAHG PWT 333 

306 I AGWARMTGYNT I P I DDRDPFAHG FSAA 333 

306 IAGWARMTGINTIFIDDRDPFAHGPWR 333 

305 IGGWARI IGHNTI FVDDRDPLAHGFQVR 332 

286 I SGHAF I TARSQLLI DPADPFAWG I VA 312 

266 I SGRAY I TARAQLVI DPADPFAWG I VA 312 

288 IRGRAHVSAEATLLLADDDPFAWGIRR 314 

309 LSG RAW I TG I HQYLLD P DD PW PQG YRLS DTW PGGKC 344 

308 ISGRAWVTGTSQLMLDPSDPPPHGYRLSDTWPRDE 342 

309 ISGRCWITCIHQHMLDPSDPWPEGYRLTDTWGAR 342 

309 I SGRAW I TGTHQHMLD PSD PWPEG YRLTDTWGAR 342 

309 I TGRAWITGEHSYYLDPTDPYPC<3YVLSDTWGTSTSVKQ 34 6 

310 I AGQAW I SGLSQLGLDPSDP YAEGPTLADR --- 339 

307 VTG RAW I TGTAQ YLLDPSD P Y PAG PTL 333 

308 lAGRGFTFGLHQVGLDPFDPLGDGPAMTDVWGPEAGNI - 345 
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Figure 7 



H. sapiens 1 
H. sapiens 2 

B. melitensis 1 
R. meliloti 2 
R. loti 1 
A. tumefaciens 3 

A. tumefaciens 2 

R. meliloti 



M. musculus 1 

M. musculus 2 

P. aeruginosa 1 

X. axonopodis 1 
X. campestris 

C. sticklandii 
T. cruzi 1 




B. melitensis 

P. aeruginosa 2 



S. caelicolor 

A. tumefaciens 1 
X. axonopodis 2 
R. loti 2 
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FIGURE 8 
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Figure 9 
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FIGURE 11 

O.D. 490 nm 
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FIGURE 12 



I he loss ol he enzymatic activity of proline raccmase after mutagenesis of the Cvsl60 or the 
Cys.OO residues i* shown m the figure below. The results confirm that both residues of a same 
bomodimcr unit arc implicated in the enzymatic active site of the proline racemose 

•itr hcrmore, these results challenge the previous proposed mechanism of proline rnccn.izalion 
predicted or the pro.ohacter.um Clo,,ri ( lium .siickluntlii, as Tr PR AC possesses two active sites 
per honioduner. ' 
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